Habitat_Network_InputData_Hazeldormouse_Varberg_2026-09-02
This data package has been created by Oskar Kindvall (oskar.kindvall@chalmers.se; oskar.kindvall@calluna.se)
This data package includes two related data files (1, 2) that can be used as input for habitat network analyses using a specific habitat network analysis tool (HNAT; v0.1.3) plus a third file that can be used to label file number 2 in QGIS:
1. HabitatNetwork_Parameters_hazeldormouse_Varberg.xlsx
2. BiotopeMap_hazeldormouse_Varberg.tif
3. Legend_BiotopeMap_hazeldormouse_Varberg.qml
HNAT is a plugin for the open-source Geographic Information System QGIS (https://qgis.org/en/site/). HNAT can be downloaded at https://github.com/SMoG-Chalmers/hnat. To run the habitat network analyses based on the input data provided in this package one must install the plugin HNAT into QGIS. This software has been created by Chalmers within a research project financed by the Swedish government research council for sustainable development, Formas (Dnr 2021-02438), within the framework of the national research program "From research to implementation for a sustainable society 2021".
The Excel-file contains the model parameters for the Hazel dormouse, Muscardinus avellanarius (Linnaeus, 1758) and the GeoTiff-file is representing a biotope raster map covering the whole Varberg municipality in southwestern Sweden. SRID=3006 (Sweref99 TM). Pixel size =10x10 metres. The pixel values of the biotope map correspond to the biotope codes listed in the in the parameter file (see column “BiotopeCode”). For each biotope the parameter file holds biotope specific parameter values for the hazel dormouse model entitled “Hazel_dormouse”. This model was parameterized by Oskar Kindvall based on common knowledge about the species ecology (Swedish Species Information Centre, Artdatabanken.se; https://artfakta.se/taxa/100084/information) and personal field experience.
The following parameters are included in the parameter file:
	Parameter name
	Description

	Origin
	Information on the original data source used when creating the biotope map

	BiotopeType
	Categorization of the biotopes listed

	BiotopeName
	Gives a descriptive name of each listed biotopes

	BiotopeCode
	Integer value corresponding to the pixel values in the Biotope raster map

	Quality 
	“Quality” is a biotope specific parameter which is specified for each of the two alternative amphibian models. The parameter values correspond to the relative quality of each biotope in terms expected of food resources. 

	Reproduction
	This parameter is set to 1 for biotopes used for nesting during reproduction by the Hazel dormouse.

	Friction
	“Friction” is a biotope specific parameter which is specified for each of the two alternative amphibian models. The parameter values correspond to the relative resistance each biotope has on dispersing individuals. When set to 1 the biotope has no barrier effect. The barrier effect increases with increasing Friction value.

	Network name
	A model specific parameter holding the name of the habitat network model.

	Average dispersal distance (metres)
	A model specific average dispersal distance measured in metres.

	Network threshold
	A model specific dispersal probability delimiting separate habitat networks. I the probability is lower than the parameter networks will be separated



The GeoTiff-file is a biotope map, which has been created by combining a couple of publicly available geodata sets.
As a base for the biotope map the Swedish land cover map NMD was used (https://geodata.naturvardsverket.se/nedladdning/marktacke/NMD2018/NMD2018_basskikt_ogeneraliserad_Sverige_v1_1.zip). To achieve a greater cartographic representation of small ponds, streams, buildings and transport infrastructure relevant for the focal species regarding dispersal, reproduction and foraging, NMD was complemented by information from a few vector layers. In total, 9 new biotopes were added from different data sources to the basic land cover map (see column “Origin” in the Excel file). All data used are provided as “Open data”.








